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Abstract 

Since 1940, efforts have been made to preserve the Blanco Orejinegro (BON) cattle breed by maintaining gene banks.
Nine years ago, a BON genetic improvement program was implemented to increase genetic gain based on control of
productivity and the use of performance tests, polygenic and genomic evaluations, and selection indices. The
objective of this study was to estimate genetic parameters and trends for growth traits by using polygenic (PM) and
genomic-polygenic (GPM) models. Productive information from the years 1980 to 2019 was used. The following data
were used: 7,304 birth weight (BW) records, 1,281 records of body weight adjusted to 120 days (W120), 4,791 records
of weight adjusted to 240 days (W240), 3,339 records of weight adjusted to 480 days (W480), and 1,364 records of
weight adjusted to 720 days (W720). The relationship matrix included 13,612 pure animals belonging to the
Colombian Corporation for Agricultural Research - AGROSAVIA and the Producer Network program. A total of 1,224
individuals were genotyped with chips of different densities and all were imputed up to 50,932 SNPs. Polygenic and
genomic-polygenic models were used to estimate genetic parameters and correlations between the genetic values
estimated by each model. A generalized additive model with smoothing was used to estimate trends of genetic
values from 1980 to 2019. Heritabilities between 0.29 and 0.40, genetic correlations between 0.13 and 0.94, and
phenotypic correlations between 0.23 and 0.72 were observed. Close-to-zero genetic growth was observed for BW
and W120. Genetic trends for the other traits were positive, with higher growth in the last 7 years. The heritabilities
observed in this population indicate that the traits measured would respond to selection. Greater genetic progress
can be achieved in W240, W480, and W720 by continuing with genetic evaluations and developing performance tests
and strategies to make genetic material readily available to producers.
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Since 1940, efforts have been made to preserve the Blanco Orejinegro (BON) cattle breed by maintaining gene
banks. Nine years ago, a BON genetic improvement program was implemented to increase genetic gain based on
control of productivity and the use of performance tests, polygenic and genomic evaluations, and selection indices.
The objective of this study was to estimate genetic parameters and trends for growth traits by using polygenic (PM)
and genomic–polygenic (GPM) models. Productive information from the years 1980 to 2019 was used. The following
data were used: 7,304 birth weight (BW) records, 1,281 records of body weight adjusted to 120 days (W120), 4,791
records of weight adjusted to 240 days (W240), 3,339 records of weight adjusted to 480 days (W480), and 1,364
records of weight adjusted to 720 days (W720). The relationship matrix included 13,612 pure animals belonging to
the Colombian Corporation for Agricultural Research - AGROSAVIA and the Producer Network program. A total of
1,224 individuals were genotyped with chips of different densities and all were imputed up to 50,932 SNPs. Polygenic
and genomic-polygenic models were used to estimate genetic parameters and correlations between the genetic
values estimated by each model. A generalized additive model with smoothing was used to estimate trends of
genetic values from 1980 to 2019. Heritabilities between 0.29 and 0.40, genetic correlations between 0.13 and 0.94,
and phenotypic correlations between 0.23 and 0.72 were observed. Close-to-zero genetic growth was observed for
BW and W120. Genetic trends for the other traits were positive, with higher growth in the last 7 years. The
heritabilities observed in this population indicate that the traits measured would respond to selection. Greater
genetic progress can be achieved in W240, W480, and W720 by continuing with genetic evaluations and developing
performance tests and strategies to make genetic material readily available to producers.

Keywords: Genetic evaluations, beef cattle, genetic improvement

INTRODUCTION
Blanco Orejinegro (BON) is a Bos taurus breed with white body hair and black ears. The BON has fully adapted to the
conditions of the region (characterized by low nutritional quality pastures, outstanding topography, and extensive
management), which is an advantage compared to foreign cattle breeds. As a result, BON is an ideal animal for local
farming systems seeking to increase productivity (López et al., 2001).

Growth traits are of utmost importance since they directly influence the productive efficiency of the farm (Ferraz et
al., 2002). They are also fundamental in a genetic improvement program, as they can be included as selection targets
due to their medium to high heritabilities (Cienfuegos-Rivas et al., 2006).

The estimation of the genetic values allows to identify superior individuals for each character and, through selection,
increase the frequency of desirable alleles in the population (Ferraz et al., 2002). Using a single-step genomic BLUP
methodology proposed by Aguilar et al. (2010) it is possible to combine genomic, genealogical, and productive
information to predict the genetic values of animals in a simple manner (Lourenco et al., 2015). This increases the
accuracy of the predictions of young animals (Crossa et al., 2010) and increases genetic gains (Meuwissen and
Goddard, 1996). Incorporating genomic evaluation methods is also important when there is a loss of kinship
information (Christensen et al., 2012; Legarra and Ducrocq, 2012), as is the case in BON. To assess the impact of the
selection process, it is important to monitor the genetic trends, which allow us to know the effectiveness of the
breeding program (Hintz, 1978).

In the case of the genetic improvement program in BON cattle, it is necessary to know the genetic parameters of the
population to establish strategies in the coming years. Based on the above, the present study aimed to estimate the
genetic parameters and trends for growth traits in BON cattle by using polygenic (PM) and genomic–polygenic (GPM)
models.

MATERIALS AND METHODS

Ethic statement

No direct interventions on the animals were performed in this study; only databases of the AGROSAVIA National
Genetic Improvement Program were used, under the guidelines of the Colombian Ministry of Agriculture and Rural
Development (Resolution 000327-2018 and contract 003 of the year 1994, accepting the Convention on Biological
Diversity of the year 1992). The information provided by the AGROSAVIA databases is obtained from routine farm
management activities based on the International Animal Registration Committee.

Traits

Animals and data.

We used productive and genealogical information of a pure BON database. These data include animals of the
Conservation Program, the production nucleus of Nus Research Center (Colombian Corporation for Agricultural
Research - AGOSAVIA), and 24 cattle farms in different regions of Colombia. All of them are included in the
productive control program of AGROSAVIA Producers Network. The number of growth records per farm varied
between 3 and 3708 and all farms contributed to the genetic connectivity of the population.

The following productive information was used: 7,304 birth weight (BW) records, 1,281 records of weight adjusted to
120 days (W120), 4,791 records of weight adjusted to 240 days (W240), 3,339 records of weight adjusted to 480 days
(W480), and 1,364 records of weight adjusted to 720 days (W720),). Records spanned from the year 1980 to 2019
(between 40 and 493 records per year). The relationship matrix included 13,612 animals, 719 sires, and 3,675 dams,
where 6,629 animals were inbred with an average inbreeding coefficient of 4.7%. The weights were adjusted
according to the methodology proposed by the Beef Improvement Federation (2018).

Blood sampling and genotyping.

Animals were chosen according to convenience depending on availability at the time of sampling and their economic
relevance in the herd. Blood samples from 1,224 animals (1,147 of them with phenotypic records) were obtained
from the coccygeal vein using vacuum 4 mL tubes with EDTA. After collection, the samples were refrigerated at 4 °C
and sent to AGROSAVIA’S animal genetics laboratory in Bogotá, Colombia for genotyping. The DNA was extracted
with a commercial kit (MoBio Laboratories, Inc., Carlsbad, CA, USA). The samples were genotyped with the BovineLD
(97), GGP Bovine LD (542), and BovineSNP50 (585) chips from Illumina. SNPs with call rates lower than 90% or MAF
lower than 5%, and SNPs located in sex chromosomes as well as individuals with more than 10% missing SNP were
excluded from the analysis. All genotypes were imputed to the highest density chip using the Fimpute program
(Sargolzaei et al., 2014). The final genotype file contained 917 animals with 50,932 SNPs per animal.

Genetic analysis.
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Genetic parameters and (co)variance components were estimated with PM and GPM by the maximum restricted
likelihood method based on an animal model (Corbeil and Searle, 1976; Harville, 1977) using the AIREMLF90 package
(Tsuruta, 2014) of the BLUPF90 program system of the University of Georgia (Misztal, 2006; Misztal et al., 2018).

The analysis was performed with a multi-trait model that included the five traits under evaluation. The fixed effects
for each trait were: contemporary group (farm, season, and year of weighing) and sex (male and female) and age of
dam at calving as a covariate for BW, W120, and W240 traits. The weighing seasons were formed according to the
region’s rainfall regime, as follows: Dry = December, January, February, June, July, and August; Rainy = March, April,
May, September, October, and November.

In matrix notation the PM was as follows:

where is the vector of observations for trait i (BW, W120, W240, W480, and W720); is the vector of fixed effects for
trait i (BW, W120, W240, W480, and W720); is the vector of direct animal additive genetic random effects for trait i
(BW, W120, W240, W480, and W720); is the vector of maternal dam additive genetic random effects for trait i (BW,
W120, and W240); is the vector of residual effects for trait i (BW, W120, W240, W480, and W720);  is an indicator
matrix relating records in  to fixed effects in ,  is and indicator matrix relating records in  to direct animal
additive genetic effects in vector , and matrix  is an indicator matrix relating records in  to maternal dam
additive genetic effects in vector .

The model assumed that ,  and the matrix of direct and maternal genetics covariances
are:

where 1 = BW, 2 = W120, 3 = W240, 4 = W480, and 5 = W720,  is the matrix of polygenic genealogical kinship among
all individuals,  is the Kronecker product,  is an identity matrix, and  is a (co)variance matrix of residual effects.
The maternal environment permanent effect was not considered because in preliminary analyses this variance was
close to zero.

For GPM, the single-step genomic BLUP methodology proposed by Aguilar et al., (2010) was used, replacing matrix 
with the genomic-genealogical kinship matrix of animals with and without genotypes ( ), where:

where is a matrix of additive relationships among animals without genotypes. is a matrix of additive
relationships among animals with and without genotypes.  is an inverse of the matrix of additive relationships
among animals with genotypes (Legarra et al., 2009; Aguilar et al., 2010). is a matrix of genomic relations,
calculated as:

where  is a matrix of dimension equal to the number of genotyped animals (rows) by the number of SNPs
(columns). Its elements were calculated as follows:  if the genotype was homozygous (1-1);  if the
genotype was heterozygous (1–2 or 2-1); and if the genotype was homozygous (2–2).  = current allele
frequency of the second allele at locus j (VanRaden, 2008). The convergence criterion for the estimation of variance
and covariance components was 1x10 .

Once the variance and covariance components were obtained, heritability, genetic correlations ( ) and phenotypic
correlations (  were estimated. Spearman’s correlation was calculated between the genetic values (GV) estimated
by PM and those estimated by GPM, using all animals, and 5, 10, and 50% of superior individuals.

Genetic trends.

Genetic trends in the evaluated period were estimated by the relationship of the GV obtained by GPM with the non-
parameterized smoothed effect of the year of birth, using a generalized additive model (gam). Only GVs with an
accuracy (formula described by Elzo et al., 2017) greater than 0.3 were considered. The gam was:

where = Genetic value of the animal, of the i-th sex, born in the j-th year, with the k-th error; = Intercept; =
Effect of sex,  = 1,2;  non-parameterized smoothed function of the j-th year of birth, j = 1980: 2019; =
residual effect, .

The mgcv library (Wood, 2011) of the R-project statistical software (R core team, 2017) was used for this analysis.
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Table 1 shows a description of the data, with mean, standard deviation, range and number of records used. Table 2
shows the variance components for the five traits, as well as direct and maternal heritability. Direct heritabilities
were between 0.29 and 0.39 for PM, and between 0.29 and 0.40 for GPM. W720 was the trait with the highest
heritability in both models. The heritabilities estimated in this study were moderate to high, indicating that these
traits respond to selection processes in both direct and maternal effects.

Table 1.

Statistical description for weight traits in BON cattle

Trait N Mean (kg) Minimum (kg) Maximum (kg) CV

Birth weight 7304 28.74±3.14 21.00 34.50 10.92

Weight adjusted to 120 days 1281 100.72±12.58 70.78 154.00 12.49

Weight adjusted to 240 days 4791 169.81±26.77 102.80 291.09 15.76

Weight adjusted to 480 days 3339 217.10±31.48 129.56 335.22 14.50

Weight adjusted to 720 days 1364 309.15±37.07 241.77 555.85 11.99

Open in a separate window

N=number of records; CV=coefficient of variation

Table 2.

Variance components and genetic parameters for growth traits in BON cattle

Weight adjusted Weight adjusted Weight adjusted Weight adjusted

Birth weight 120 days 240 days 480 days 720 days

PM GPM PM GPM PM GPM PM GPM PM GPM

2.37
(0.03)

2.44
(0.03)

55.18
(0.67)

52.87
(0.64)

124.65
(1.51)

123.99
(1.15)

239.66
(2.91)

238.19
(2.89)

337.69
(4.10)

339.54
(4.11)

0.78
(0.01)

0.74
(0.01)

42.46
(0.52)

40.62
(0.49)

41.44
(0.50)

37.17
(0.45)

4.53
(0.06)

4.48
(0.06)

86.17
(2.56)

87.41
(2.58)

268.91
(4.23)

271.22
(4.25)

389.55
(3.96)

390.81
(3.98)

524.83
(6.70)

518.22
(6.62)

7.68
(≈0)

7.66
(0.06)

183.81
(2.62)

180.89
(2.64)

435.00
(4.66)

432.38
(4.67)

629.21
(4.90)

629.00
(4.89)

862.52
(7.82)

857.76
(7.75)

0.31
(≈0)

0.32
(≈0)

0.30
(0.01)

0.29
(≈0)

0.29
(≈0)

0.29
(≈0)

0.38
(≈0)

0.38
(≈0)

0.39
(≈0)

0.40
(≈0)

0.10
(≈0)

0.10
(≈0)

0.23
(0.01)

0.22
(≈0)

0.10
(≈0)

0.09
(≈0)

Open in a separate window

PM= polygenic model, GPM= genomic-polygenic model, = direct additive genetic variance, = maternal additive
genetic variance, = phenotypic variance, = residual variance, = direct heritability, = maternal heritability. Values 
in parentheses are standard errors.

Table 3 shows the genetic correlations between growth traits for each model (PM and GPM). They ranged between
0.13 and 0.96 for PM, and between 0.17 and 0.94 for GPM. The highest genetic correlations were between W720 and
W480, and between W240 and W480. Genetic correlations are greater between consecutive weights; correlations
decrease as weighing times move away. BW had a positive genetic correlation (between 0.13 and 0.32) with all the
traits. The lowest genetic correlations were between BW and W240, and also between BW and W120. Phenotypic
correlations were between 0.23 and 0.72 for PM, and between 0.23 and 0.71 for GPM (Table 4).

Table 3.

Genetic correlations between growth traits in BON cattle estimated by polygenic and genomic-polygenic
models

BWd BWm W120d W120m W240d W240m W480

PM PGM PM PGM PM PGM PM PGM PM PGM PM PGM PM

BW -0.28
(0.01)

-0.28
(0.01)

0.04
(0.01)

0.04
(0.01)

0.27
(0.01)

0.25
(0.01)

BW 0.11
(0.01)

0.05
(0.01)

-0.08
(0.01)

-0.08
(0.01)

W120 0.18
(0.01)

0.18
(0.01)

-0.63
(0.01)

-0.62
(0.01)

0.02
(0.01)

0.03
(0.01)

W120 0.55
(0.01)

0.52
(0.01)

W240 0.13
(0.01)

0.17
(0.01)

0.51
(0.01)

0.55
(0.01)

0.24
(0.01)

0.29
(0.01)

W480 0.25
(0.01)

0.50
(0.01)

0.44
(0.01)

0.52
(0.01)

0.85
(≈0)

0.87
(≈0)

W720 0.27
(0.01)

0.34
(0.01)

0.40
(0.01)

0.43
(0.01)

0.77
(≈0)

0.75
(≈0)

0.96
(≈0)

Open in a separate window

BW  = direct genetic effect of birth weight, BW  = maternal genetic effect of birth weight, W120  = direct
genetic effect of weight adjusted to 120 days, W120  = maternal genetic effect of weight adjusted to 120 days,
W240  = direct genetic effect of weight adjusted to 240 days, W240  = maternal genetic effect of weight
adjusted to 240 days, W480 = direct genetic effect of weight adjusted to 480 days, W720 = direct genetic effect of
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weight adjusted to 720 days, PM = polygenic model, GPM = genomic-polygenic model. Values in parentheses are
standard errors.

Table 4.

Phenotypic correlations between growth traits in BON cattle estimated by polygenic and genomic-polygenic
models

Birth
weight

Weight adjusted
120 days

Weight adjusted
240 days

Weight adjusted
480 days

PM GPM PM GPM PM GPM PM GPM

Weight adjusted
to 120 days

0.27
(0.01)

0.26
(0.01)

Weight adjusted
to 240 days

0.26
(0.01)

0.26
(0.01)

0.65
(≈0)

0.65
(≈0)

Weight adjusted
to 480 days

0.23
(≈0)

0.23
(≈0)

0.48
(≈0)

0.48
(≈0)

0.71
(≈0)

0.71
(≈0)

Weight adjusted
to 720 days

0.25
(0.02)

0.25
(0.02)

0.48
(≈0)

0.48
(≈0)

0.57
(≈0)

0.57
(≈0)

Open in a separate window

PM= polygenic model, GPM= genomic-polygenic model. Values in parentheses are standard errors.

Correlations between GV estimated by PM and GPM were high for the direct effects in all traits. Correlations were
between 0.65 and 0.93 for the top 5% GV; between 0.87 and 0.95 for the top 50% GV; and between 0.94 and 0.98 for
100% of GV (Table 5). Figure 1 shows the genetic trends of direct and maternal effects, expressed as the change in
GVs over time. These changes were highly significant (P <0.01) for all genetic effects, except for W120 maternal
effects.

Table 5.

Spearman correlations between genetic values and accuracy changes of genetic values estimated by polygenic
(PM) and polygenic-genomic (PGM) models for growth traits in BON cattle

Trait Genetic effect Accuracy changes Spearman correlations

G U 5% 50% All

Birth weight Direct 2.62 2.69 0.81 0.91 0.96

Maternal 1.30 -4.07 0.77 0.89 0.95

Weight adjusted to 120 days Direct 3.15 18.53 0.83 0.87 0.94

Maternal 2.25 4.48 0.65 0.89 0.95

Weight adjusted to 240 days Direct 3.60 1.63 0.91 0.95 0.98

Maternal 0.69 -0.95 0.85 0.92 0.96

Weight adjusted to 480 days Direct 2.06 0.58 0.93 0.95 0.95

Weight adjusted to 720 days Direct 0.76 -4.10 0.91 0.94 0.94

Open in a separate window

Median accuracy change percentage = ((PGM-PM)*100)/PM; G = genotyped; U = Ungenotyped.

5% and 50% of the best genetic values.
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Open in a separate window
Figure 1.

Direct (d) and maternal (m) genetic trends expressed in genetic values (GV) of birth weight (BW) and weight
adjusted of 120, 240, 480 and 720 days (W120, W240, W480 and W720, respectively) in BON cattle, obtained by
genomic-polygenic models. The dotted lines represent two standard errors above and below the estimate of
smoothness.

DISCUSSION
The means of body weight were within the ranges reported for Colombian creole cattle (Vásquez et al., 2006; Rojas et
al., 2011). The main advantages of BON is that there is a low frequency of dystocia, resistance to diseases and good
weight gains despite poor nutritional conditions. Its performance is similar to that of other Creole, Zebu and
European breeds in the region (Vásquez et al., 2006; Baldi et al., 2010; Martínez et al., 2017; Palacios-Espinosa et al.,
2019). A wide range was found for the different traits, and coefficients of variation were between 10.92 and 15.76,
which may be explained by the diverse pasture, the grazing periods and type of pastures used to feed the animals in
the different herds.

The estimated direct heritability for BW was lower than those reported by Gallego et al. (2006) and Ramirez et al.
(2019) in a BON conservation nucleus where they estimated 0.38 and 0.36, respectively. Maternal heritabilities were
higher than those reported by Gallego et al. (2006). In a previous study, Ramírez et al. (2019) used genomic
information from the BON conservation nucleus finding heritabilities similar to those of this study. Regarding W240,
the estimated heritabilities for direct and maternal effects were lower than those found by Cañas et al. (2008) who
reported 0.63 and 0.22, respectively. Differences between results here and those from previous authors are likely
due to the fact that they used different statistical models and information from a single herd. Although the maternal
heritabilities for BW, W120 and W240 were lower than the corresponding direct heritabilities, it is necessary to carry
out a joint selection for the two genetic effects because grazing production systems require a balance between the
ability of calves to grow and the ability of dams to raise them appropriately.

Regarding W480, the estimated heritabilities were higher than the 0.09 reported by Gallego et al. (2006), but lower
than the 0.73 by Fragomeni et al. (2013) in Nellore breed in Brazil for weight at 550 days. As for W720, heritability
was higher than the estimated by Baldi et al. (2010) in Canchim breed.

The highest phenotypic correlations were between W480 and W240, and also W720, suggesting that W240 is an
indicator of W480, and that W480 is a good indicator of W720. The lowest phenotypic correlations were between BW
and the other traits, suggesting that this weight does not have an important relationship with weight at later ages.
Both genetic and phenotypic correlations estimated at early ages were lower than those estimated at older ages.

The estimated correlations indicate that animals with high GV in PM have a high value in GPM, keeping the GV for all
the groups, and the correlation being greater as the number of individuals in the group increases. These correlations
were similar to those reported by Elzo et al. (2013, 2017) in Angus x Brahman cattle, who calculated 0.89 and 0.99
between polygenic and genomic-polygenic models. Although moderate and high correlations were found between
predicted GV from PM and GPM, reclassification of animals was evident (especially among animals with the highest
GV, which may become future dams or sires).

Therefore, although the GV accuracies for maternal BW and W240 and for direct W720 for non-genotyped animals
were lower for GPM than for PM (Table 5), it would be advisable to use GPM in this population because the predicted
GV from GPM had a higher accuracies than those from PM for genotyped animals (median values of 0.76% to 3.60%
for all traits), possibly because the genomic relationship matrix accounted for relationships that were not recorded in
the genealogy, as indicated by Christensen et al. (2012) and Amaya et al. (2020).

The direct and maternal genetic values for BW were stable over time. Maintaining low BW is desirable in cattle, since
high birth weight can result in calving difficulties (Laster et al., 1973; Burfening et al., 1978). The BON breed is
recognized by its calving ease, not requiring assistance during calving; therefore, it is important to keep birth weight
low, and maintain calving ease in this breed.

Regarding W120, the result was similar to BW in direct and maternal effects, although a slight increase was observed
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from year 2011. This trend was similar to that reported by Gallego et al. (2006) in a BON conservation population.

As for W240 (maternal), a tendency to stay stable was observed during the evaluation period. In W240 (direct), W480
and W720 the genetic trend increased slowly until around year 2000. The increase was greater later, especially in the
last years of study.

Genetic gains of W240 and W480 until year 2000 were similar to those reported by Gallego et al. (2006) in BON,
which had low and positive genetic trends between 1980 and 2004. The trend between 2011 and 2019 -period with
the highest values in genetic gains- coincides with the start of BON performance tests on grazing and the
strengthening of the Creole Genetic Improvement Program of AGROSAVIA and its network of producers, which
increased the use of sires with high genetic value, for quality and quantity of meat and milk (Bolívar et al., 2010;
Quiceno et al., 2012).

CONCLUSIONS
A high genetic effect was observed for the traits evaluated in the BON breed, thus selection for multiple traits is
possible. The maternal genetic effect of W120 and W240 should be considered, as no genetic progress was found.
Greater genetic progress can be achieved for W240, W480 and W720 by continuing with genetic evaluations and
developing performance tests and strategies to make genetic material readily available to producers.

ACKNOWLEDGEMENTS
This article resulted from the project entitled “Recomendaciones tecnológicas basadas en sistemas integrados de
forrajes, alimentación, salud, reproducción, genética y ambiente que permitan mejorar la competitividad de los
sistemas ganaderos de carne y leche en los Valles Interandinos” funded by Corporación Colombiana de Investigación
Agropecuaria (AGROSAVIA). The first author received a scholarship from Colciencias (National Doctorate Call 647)
and support from the Doctorate program in Animal Science and the GAMMA Research Group of Universidad de
Antioquia, Colombia. The authors gratefully acknowledge support from the Nation’s Germplasm Bank System for
Food and Agriculture (SBGNAA, Colombia) for providing part of the information used. This study was funded by
Corporación Colombiana de Investigación Agropecuaria (AGROSAVIA). The first author was awarded a PhD
scholarship from COLCIENCIAS (Program for National Doctorates, Call 647), and received support from the Doctorate
program in Animal Science, and the GAMMA Research Group from Universidad de Antioquia.

Conflict Of Interest Statement: The authors declare that they have no conflict of interest.

REFERENCES
1. Aguilar I, Misztal I, Johnson D, Legarra A, Tsuruta S, and Lawlor T. 2010. Hot topic: a unified approach to utilize

phenotypic, full pedigree, and genomic information for genetic evaluation of Holstein final score. J. Dairy. Sci.
93(2):743–52. doi: 10.3168/jds.2009-2730 [Abstract] [CrossRef] [Google Scholar]

2. Amaya M A, Martínez S R, and Cerón-muñoz M F. 2020. Genetic evaluations in cattle using the single-step
genomic best linear unbiased predictor Evaluaciones genéticas en bovinos por medio del uso del mejor
predictor lineal insesgado genómico en una etapa. Cienc Tecnol Agropecuaria 21(1):e1548. doi:
10.21930/rcta.vol21_num1_art:1548 [CrossRef] [Google Scholar]

3. Baldi F, de Alencar M, and de Albuquerque G. 2010. Estimativas de parâmetros genéticos para características
de crescimento em bovinos da raça Canchim utilizando modelos de dimensão finita. Rev Bras Zootec.
39(11):2409–17. doi:10.1590/S1516-35982010001100013 [CrossRef] [Google Scholar]

4. Beef Improvement Federation. 2018. Uniform guidelines for beef improvement programs. Animal Evaluation
Crews D, Dikeman M, Northcutt S L, Garrick D, Marston T, MacNeil M, Olson L W, Paschal J C, Rouse G, Weaber
B, Wheeler T, Shackelford S, Williams R E, Wilson D E., editors. Ninth Edition. Pág:16–56 [Google Scholar]

5. Bolívar V, Cerón-Muñoz M, Ramírez E, and Agudelo-Gómez Y D. 2010. Usos y tendencias de las pruebas de
desempeño y su aplicación en Colombia. Rev. Lasallista. Investig. 7(1):66–84. [Google Scholar]

6. Burfening P, Kress D, Friedrich R, and Vaniman D. 1978. Phenotypic and genetic relationships between calving
ease, gestation length, birth weight and preweaning growth. J. Anim. Sci. 47(3):595–600. doi:
10.2527/jas1978.463596x [CrossRef] [Google Scholar]

7. Cañas J, Ramírez T, Arboleda A, Ochoa J, Vergara G, and Cerón-Muñoz M. 2008. Estimación de parámetros
genéticos para peso al destete en ganado Blanco Orejinegro (BON) en el noroccidente colombiano. Rev. Mvz.
Córdoba. 13(1):1138–45. doi:10.21897/rmvz.405 [CrossRef] [Google Scholar]

8. Christensen O F, Madsen P, Nielsen B, Ostersen T, and Su G. 2012. Single-step methods for genomic evaluation
in pigs. Animal 6:1565–1571. doi:10.1017/S1751731112000742. [Abstract] [CrossRef] [Google Scholar]

9. Cienfuegos-Rivas E, De Orúe-Ríos M, Briones-Luengo M, and Martínez-González M J. 2006. Estimación del
comportamiento productivo y parámetros genéticos de características predestete en bovinos de carne (Bos
taurus) y sus cruzas, VIII Región, Chile. Arch. Med. Vet. 38(1):69–75. [Google Scholar]

10. Corbeil R, and Searle S. 1976. Restricted Maximum Likelihood (REML) estimation of variance components in the
mixed model. Technometrics. 18(1):31–8. doi: 10.2307/1267913 [CrossRef] [Google Scholar]

11. Crossa J, De Los Campos G, Pérez Paulino, Gianola D, Burgueño J Araus J L, Makumbi D, Singh R P, Dreisigacker
S, Yan J, Arief V Banziger M Braun H. 2010. Prediction of genetic values of quantitative traits in plant breeding
using pedigree and molecular markers. Genetics. 186(2):713–24. doi:10.1534/genetics.110.118521.
[Europe PMC free article] [Abstract] [CrossRef] [Google Scholar]

12. Elzo M A, Martinez C A, Lamb G C, Johnson D D, Thomas M G, Misztal I, Rae D O, Wasdin J G, and Driver J D.
2013. Genomic-polygenic evaluation for ultrasound and weight traits in Angus-Brahman multibreed cattle with
the Illumina3k chip. Livest. Sci. 153(1–3):39–49. doi: 10.1016/j.livsci.2013.02.002 [CrossRef] [Google Scholar]

13. Elzo M, Mateescu R, Johnson D, Scheffler T, Scheffler J, Carr C, et al. 2017. Genomic-polygenic and polygenic
predictions for nine ultrasound and carcass traits in Angus-Brahman multibreed cattle using three sets of
genotypes. Livest. Sci. 202:58–66. doi:10.1016/j.livsci.2017.05.027 [CrossRef] [Google Scholar]

14. Ferraz P, Ramos A, da Silva L, de Souza J, de Alencar M, and Malhado C. 2002. Tendência genética dos efeitos
direto e materno sobre os pesos à desmama e pós-desmama de bovinos da raça Tabapuã no Brasil. Rev Bras
Zootec. 31(2):635–40. doi:10.1590/S1516-35982002000300013 [CrossRef] [Google Scholar]

15. Fragomeni B, Scalez C, Toral L, Bergmann A, Pereira I, and da Costa S. 2013. Genetic parameters and
alternatives for evaluation and ranking of nellore young bulls in pasture performance tests. Rev Bras Zootec.
42(8):559–64. doi:10.1590/S1516-35982013000800004 [CrossRef] [Google Scholar]

 Feedback

This website requires cookies, and the limited processing of your personal data in order to function. By using the site you are agreeing to this as outlined in our
privacy notice and cookie policy.

I agree, dismiss this banner

Genetic parameters and trends for growth traits in Blanco Orejinegro catt... https://europepmc.org/article/PMC/7592852

7 of 9 2/27/23, 10:19 PM

https://europepmc.org/article/PMC/7592852#CIT0016
https://europepmc.org/article/PMC/7592852#CIT0016
https://europepmc.org/article/PMC/7592852#CIT0016
https://europepmc.org/article/PMC/7592852#CIT0016
https://europepmc.org/article/PMC/7592852#CIT0005
https://europepmc.org/article/PMC/7592852#CIT0005
https://europepmc.org/article/PMC/7592852#CIT0029
https://europepmc.org/article/PMC/7592852#CIT0029
http://europepmc.org/article/MED/20105546
http://europepmc.org/article/MED/20105546
https://dx.doi.org/10.3168%2Fjds.2009-2730
https://dx.doi.org/10.3168%2Fjds.2009-2730
https://scholar.google.com/scholar_lookup?journal=J.+Dairy.+Sci&title=Hot+topic:+a+unified+approach+to+utilize+phenotypic,+full+pedigree,+and+genomic+information+for+genetic+evaluation+of+Holstein+final+score&author=I+Aguilar&author=I+Misztal&author=D+Johnson&author=A+Legarra&author=S+Tsuruta&volume=93&issue=2&publication_year=2010&pages=743-52&pmid=20105546&doi=10.3168/jds.2009-2730&
https://scholar.google.com/scholar_lookup?journal=J.+Dairy.+Sci&title=Hot+topic:+a+unified+approach+to+utilize+phenotypic,+full+pedigree,+and+genomic+information+for+genetic+evaluation+of+Holstein+final+score&author=I+Aguilar&author=I+Misztal&author=D+Johnson&author=A+Legarra&author=S+Tsuruta&volume=93&issue=2&publication_year=2010&pages=743-52&pmid=20105546&doi=10.3168/jds.2009-2730&
https://dx.doi.org/10.21930%2Frcta.vol21_num1_art%3A1548
https://dx.doi.org/10.21930%2Frcta.vol21_num1_art%3A1548
https://scholar.google.com/scholar_lookup?journal=Cienc+Tecnol+Agropecuaria&title=Genetic+evaluations+in+cattle+using+the+single-step+genomic+best+linear+unbiased+predictor+Evaluaciones+gen%C3%A9ticas+en+bovinos+por+medio+del+uso+del+mejor+predictor+lineal+insesgado+gen%C3%B3mico+en+una+etapa&author=M+A+Amaya&author=S+R+Mart%C3%ADnez&author=M+F+Cer%C3%B3n-mu%C3%B1oz&volume=21&issue=1&publication_year=2020&pages=e1548&doi=10.21930/rcta.vol21_num1_art:1548&
https://scholar.google.com/scholar_lookup?journal=Cienc+Tecnol+Agropecuaria&title=Genetic+evaluations+in+cattle+using+the+single-step+genomic+best+linear+unbiased+predictor+Evaluaciones+gen%C3%A9ticas+en+bovinos+por+medio+del+uso+del+mejor+predictor+lineal+insesgado+gen%C3%B3mico+en+una+etapa&author=M+A+Amaya&author=S+R+Mart%C3%ADnez&author=M+F+Cer%C3%B3n-mu%C3%B1oz&volume=21&issue=1&publication_year=2020&pages=e1548&doi=10.21930/rcta.vol21_num1_art:1548&
https://dx.doi.org/10.1590%2FS1516-35982010001100013
https://dx.doi.org/10.1590%2FS1516-35982010001100013
https://scholar.google.com/scholar_lookup?journal=Rev+Bras+Zootec&title=Estimativas+de+par%C3%A2metros+gen%C3%A9ticos+para+caracter%C3%ADsticas+de+crescimento+em+bovinos+da+ra%C3%A7a+Canchim+utilizando+modelos+de+dimens%C3%A3o+finita&author=F+Baldi&author=M+de+Alencar&author=G+de+Albuquerque&volume=39&issue=11&publication_year=2010&pages=2409-17&doi=10.1590/S1516-35982010001100013&
https://scholar.google.com/scholar_lookup?journal=Rev+Bras+Zootec&title=Estimativas+de+par%C3%A2metros+gen%C3%A9ticos+para+caracter%C3%ADsticas+de+crescimento+em+bovinos+da+ra%C3%A7a+Canchim+utilizando+modelos+de+dimens%C3%A3o+finita&author=F+Baldi&author=M+de+Alencar&author=G+de+Albuquerque&volume=39&issue=11&publication_year=2010&pages=2409-17&doi=10.1590/S1516-35982010001100013&
https://scholar.google.com/scholar?q=+Beef+Improvement+Federation.++2018++Uniform+guidelines+for+beef+improvement+programs+.+Animal+Evaluation++Crews+D+,++Dikeman+M+,++Northcutt+S+L+,++Garrick+D+,++Marston+T+,++MacNeil+M+,++Olson+L+W+,++Paschal+J+C+,++Rouse+G+,++Weaber+B+,++Wheeler+T+,++Shackelford+S+,++Williams+R+E+,++Wilson+D+E+,+editors.+Ninth+Edition.+P%C3%A1g:+16+%E2%80%93+56+
https://scholar.google.com/scholar?q=+Beef+Improvement+Federation.++2018++Uniform+guidelines+for+beef+improvement+programs+.+Animal+Evaluation++Crews+D+,++Dikeman+M+,++Northcutt+S+L+,++Garrick+D+,++Marston+T+,++MacNeil+M+,++Olson+L+W+,++Paschal+J+C+,++Rouse+G+,++Weaber+B+,++Wheeler+T+,++Shackelford+S+,++Williams+R+E+,++Wilson+D+E+,+editors.+Ninth+Edition.+P%C3%A1g:+16+%E2%80%93+56+
https://scholar.google.com/scholar_lookup?journal=Rev.+Lasallista.+Investig&title=Usos+y+tendencias+de+las+pruebas+de+desempe%C3%B1o+y+su+aplicaci%C3%B3n+en+Colombia&author=V+Bol%C3%ADvar&author=M+Cer%C3%B3n-Mu%C3%B1oz&author=E+Ram%C3%ADrez&author=Y+D+Agudelo-G%C3%B3mez&volume=7&issue=1&publication_year=2010&pages=66-84&
https://scholar.google.com/scholar_lookup?journal=Rev.+Lasallista.+Investig&title=Usos+y+tendencias+de+las+pruebas+de+desempe%C3%B1o+y+su+aplicaci%C3%B3n+en+Colombia&author=V+Bol%C3%ADvar&author=M+Cer%C3%B3n-Mu%C3%B1oz&author=E+Ram%C3%ADrez&author=Y+D+Agudelo-G%C3%B3mez&volume=7&issue=1&publication_year=2010&pages=66-84&
https://dx.doi.org/10.2527%2Fjas1978.463596x
https://dx.doi.org/10.2527%2Fjas1978.463596x
https://scholar.google.com/scholar_lookup?journal=J.+Anim.+Sci&title=Phenotypic+and+genetic+relationships+between+calving+ease,+gestation+length,+birth+weight+and+preweaning+growth&author=P+Burfening&author=D+Kress&author=R+Friedrich&author=D+Vaniman&volume=47&issue=3&publication_year=1978&pages=595-600&doi=10.2527/jas1978.463596x&
https://scholar.google.com/scholar_lookup?journal=J.+Anim.+Sci&title=Phenotypic+and+genetic+relationships+between+calving+ease,+gestation+length,+birth+weight+and+preweaning+growth&author=P+Burfening&author=D+Kress&author=R+Friedrich&author=D+Vaniman&volume=47&issue=3&publication_year=1978&pages=595-600&doi=10.2527/jas1978.463596x&
https://dx.doi.org/10.21897%2Frmvz.405
https://dx.doi.org/10.21897%2Frmvz.405
https://scholar.google.com/scholar_lookup?journal=Rev.+Mvz.+C%C3%B3rdoba&title=Estimaci%C3%B3n+de+par%C3%A1metros+gen%C3%A9ticos+para+peso+al+destete+en+ganado+Blanco+Orejinegro+(BON)+en+el+noroccidente+colombiano&author=J+Ca%C3%B1as&author=T+Ram%C3%ADrez&author=A+Arboleda&author=J+Ochoa&author=G+Vergara&volume=13&issue=1&publication_year=2008&pages=1138-45&doi=10.21897/rmvz.405&
https://scholar.google.com/scholar_lookup?journal=Rev.+Mvz.+C%C3%B3rdoba&title=Estimaci%C3%B3n+de+par%C3%A1metros+gen%C3%A9ticos+para+peso+al+destete+en+ganado+Blanco+Orejinegro+(BON)+en+el+noroccidente+colombiano&author=J+Ca%C3%B1as&author=T+Ram%C3%ADrez&author=A+Arboleda&author=J+Ochoa&author=G+Vergara&volume=13&issue=1&publication_year=2008&pages=1138-45&doi=10.21897/rmvz.405&
http://europepmc.org/article/MED/22717310
http://europepmc.org/article/MED/22717310
https://dx.doi.org/10.1017%2FS1751731112000742
https://dx.doi.org/10.1017%2FS1751731112000742
https://scholar.google.com/scholar_lookup?journal=Animal&title=Single-step+methods+for+genomic+evaluation+in+pigs&author=O+F+Christensen&author=P+Madsen&author=B+Nielsen&author=T+Ostersen&author=G+Su&volume=6&publication_year=2012&pages=1565-1571&pmid=22717310&doi=10.1017/S1751731112000742&
https://scholar.google.com/scholar_lookup?journal=Animal&title=Single-step+methods+for+genomic+evaluation+in+pigs&author=O+F+Christensen&author=P+Madsen&author=B+Nielsen&author=T+Ostersen&author=G+Su&volume=6&publication_year=2012&pages=1565-1571&pmid=22717310&doi=10.1017/S1751731112000742&
https://scholar.google.com/scholar_lookup?journal=Arch.+Med.+Vet&title=Estimaci%C3%B3n+del+comportamiento+productivo+y+par%C3%A1metros+gen%C3%A9ticos+de+caracter%C3%ADsticas+predestete+en+bovinos+de+carne+(Bos+taurus)+y+sus+cruzas,+VIII+Regi%C3%B3n,+Chile&author=E+Cienfuegos-Rivas&author=M+De+Or%C3%BAe-R%C3%ADos&author=M+Briones-Luengo&author=M+J+Mart%C3%ADnez-Gonz%C3%A1lez&volume=38&issue=1&publication_year=2006&pages=69-75&
https://scholar.google.com/scholar_lookup?journal=Arch.+Med.+Vet&title=Estimaci%C3%B3n+del+comportamiento+productivo+y+par%C3%A1metros+gen%C3%A9ticos+de+caracter%C3%ADsticas+predestete+en+bovinos+de+carne+(Bos+taurus)+y+sus+cruzas,+VIII+Regi%C3%B3n,+Chile&author=E+Cienfuegos-Rivas&author=M+De+Or%C3%BAe-R%C3%ADos&author=M+Briones-Luengo&author=M+J+Mart%C3%ADnez-Gonz%C3%A1lez&volume=38&issue=1&publication_year=2006&pages=69-75&
https://dx.doi.org/10.2307%2F1267913
https://dx.doi.org/10.2307%2F1267913
https://scholar.google.com/scholar_lookup?journal=Technometrics&title=Restricted+Maximum+Likelihood+(REML)+estimation+of+variance+components+in+the+mixed+model&author=R+Corbeil&author=S+Searle&volume=18&issue=1&publication_year=1976&pages=31-8&doi=10.2307/1267913&
https://scholar.google.com/scholar_lookup?journal=Technometrics&title=Restricted+Maximum+Likelihood+(REML)+estimation+of+variance+components+in+the+mixed+model&author=R+Corbeil&author=S+Searle&volume=18&issue=1&publication_year=1976&pages=31-8&doi=10.2307/1267913&
https://europepmc.org/articles/PMC2954475/
https://europepmc.org/articles/PMC2954475/
http://europepmc.org/article/MED/20813882
http://europepmc.org/article/MED/20813882
https://dx.doi.org/10.1534%2Fgenetics.110.118521
https://dx.doi.org/10.1534%2Fgenetics.110.118521
https://scholar.google.com/scholar_lookup?journal=Genetics&title=Prediction+of+genetic+values+of+quantitative+traits+in+plant+breeding+using+pedigree+and+molecular+markers&author=J+Crossa&author=G+De+Los+Campos&author=Paulino+P%C3%A9rez&author=D+Gianola&author=J+Burgue%C3%B1o&volume=186&issue=2&publication_year=2010&pages=713-24&pmid=20813882&doi=10.1534/genetics.110.118521&
https://scholar.google.com/scholar_lookup?journal=Genetics&title=Prediction+of+genetic+values+of+quantitative+traits+in+plant+breeding+using+pedigree+and+molecular+markers&author=J+Crossa&author=G+De+Los+Campos&author=Paulino+P%C3%A9rez&author=D+Gianola&author=J+Burgue%C3%B1o&volume=186&issue=2&publication_year=2010&pages=713-24&pmid=20813882&doi=10.1534/genetics.110.118521&
https://dx.doi.org/10.1016%2Fj.livsci.2013.02.002
https://dx.doi.org/10.1016%2Fj.livsci.2013.02.002
https://scholar.google.com/scholar_lookup?journal=Livest.+Sci&title=Genomic-polygenic+evaluation+for+ultrasound+and+weight+traits+in+Angus-Brahman+multibreed+cattle+with+the+Illumina3k+chip&author=M+A+Elzo&author=C+A+Martinez&author=G+C+Lamb&author=D+D+Johnson&author=M+G+Thomas&volume=153&issue=1%E2%80%933&publication_year=2013&pages=39-49&doi=10.1016/j.livsci.2013.02.002&
https://scholar.google.com/scholar_lookup?journal=Livest.+Sci&title=Genomic-polygenic+evaluation+for+ultrasound+and+weight+traits+in+Angus-Brahman+multibreed+cattle+with+the+Illumina3k+chip&author=M+A+Elzo&author=C+A+Martinez&author=G+C+Lamb&author=D+D+Johnson&author=M+G+Thomas&volume=153&issue=1%E2%80%933&publication_year=2013&pages=39-49&doi=10.1016/j.livsci.2013.02.002&
https://dx.doi.org/10.1016%2Fj.livsci.2017.05.027
https://dx.doi.org/10.1016%2Fj.livsci.2017.05.027
https://scholar.google.com/scholar_lookup?journal=Livest.+Sci&title=Genomic-polygenic+and+polygenic+predictions+for+nine+ultrasound+and+carcass+traits+in+Angus-Brahman+multibreed+cattle+using+three+sets+of+genotypes&author=M+Elzo&author=R+Mateescu&author=D+Johnson&author=T+Scheffler&author=J+Scheffler&volume=202&publication_year=2017&pages=58-66&doi=10.1016/j.livsci.2017.05.027&
https://scholar.google.com/scholar_lookup?journal=Livest.+Sci&title=Genomic-polygenic+and+polygenic+predictions+for+nine+ultrasound+and+carcass+traits+in+Angus-Brahman+multibreed+cattle+using+three+sets+of+genotypes&author=M+Elzo&author=R+Mateescu&author=D+Johnson&author=T+Scheffler&author=J+Scheffler&volume=202&publication_year=2017&pages=58-66&doi=10.1016/j.livsci.2017.05.027&
https://dx.doi.org/10.1590%2FS1516-35982002000300013
https://dx.doi.org/10.1590%2FS1516-35982002000300013
https://scholar.google.com/scholar_lookup?journal=Rev+Bras+Zootec&title=Tend%C3%AAncia+gen%C3%A9tica+dos+efeitos+direto+e+materno+sobre+os+pesos+%C3%A0+desmama+e+p%C3%B3s-desmama+de+bovinos+da+ra%C3%A7a+Tabapu%C3%A3+no+Brasil&author=P+Ferraz&author=A+Ramos&author=L+da+Silva&author=J+de+Souza&author=M+de+Alencar&volume=31&issue=2&publication_year=2002&pages=635-40&doi=10.1590/S1516-35982002000300013&
https://scholar.google.com/scholar_lookup?journal=Rev+Bras+Zootec&title=Tend%C3%AAncia+gen%C3%A9tica+dos+efeitos+direto+e+materno+sobre+os+pesos+%C3%A0+desmama+e+p%C3%B3s-desmama+de+bovinos+da+ra%C3%A7a+Tabapu%C3%A3+no+Brasil&author=P+Ferraz&author=A+Ramos&author=L+da+Silva&author=J+de+Souza&author=M+de+Alencar&volume=31&issue=2&publication_year=2002&pages=635-40&doi=10.1590/S1516-35982002000300013&
https://dx.doi.org/10.1590%2FS1516-35982013000800004
https://dx.doi.org/10.1590%2FS1516-35982013000800004
https://scholar.google.com/scholar_lookup?journal=Rev+Bras+Zootec&title=Genetic+parameters+and+alternatives+for+evaluation+and+ranking+of+nellore+young+bulls+in+pasture+performance+tests&author=B+Fragomeni&author=C+Scalez&author=L+Toral&author=A+Bergmann&author=I+Pereira&volume=42&issue=8&publication_year=2013&pages=559-64&doi=10.1590/S1516-35982013000800004&
https://scholar.google.com/scholar_lookup?journal=Rev+Bras+Zootec&title=Genetic+parameters+and+alternatives+for+evaluation+and+ranking+of+nellore+young+bulls+in+pasture+performance+tests&author=B+Fragomeni&author=C+Scalez&author=L+Toral&author=A+Bergmann&author=I+Pereira&volume=42&issue=8&publication_year=2013&pages=559-64&doi=10.1590/S1516-35982013000800004&
https://europepmc.org/PrivacyNoticeForEPMC?type=website
https://europepmc.org/PrivacyNoticeForEPMC?type=website
https://europepmc.org/CookiePolicy
https://europepmc.org/CookiePolicy






16. Gallego J, Martínez R, and Moreno F. 2006. Índice de consanguinidad y caracterización fenotípica y genética de
la raza bovina criolla Blanco Orejinegro. Rev Corpoica – Cienc y Tecnol Agropecu. 7(1):16–24. doi:
10.21930/rcta.vol7_num1_art:55 [CrossRef] [Google Scholar]

17. Harville D. 1977. Maximum Likelihood approaches to variance components estimation and to related
problems. J. Am. Stat. Assoc. 72(358):320–37. doi: 10.2307/2286796 [CrossRef] [Google Scholar]

18. Hintz R, Everett R, and Van L. 1978. Estimation of genetic trends from cow and sire evaluations. J. Dairy. Sci.
61(5):607–13. doi:10.3168/jds.S0022-0302(78)94417-X [CrossRef] [Google Scholar]

19. Laster D B, Glimp H A, Cundiff L V, and Gregory K E. 1973. Factors affecting dystocia and the effects of dystocia
on subsequent reproduction in beef cattle. J. Anim. Sci. 36:695–705. doi:10.2527/jas1973.364695x. [Abstract]
[CrossRef] [Google Scholar]

20. Legarra A, Aguilar I, and Misztal I. 2009. A relationship matrix including full pedigree and genomic information.
J. Dairy Sci. 92:4656–4663. doi:10.3168/jds.2009-2061. [Abstract] [CrossRef] [Google Scholar]

21. Legarra A, and Ducrocq V. 2012. Computational strategies for national integration of phenotypic, genomic, and
pedigree data in a single-step best linear unbiased prediction. J. Dairy Sci. 95:4629–4645.
doi:10.3168/jds.2011-4982. [Abstract] [CrossRef] [Google Scholar]

22. López H, Saldarriaga O, Arango A, Rugeles M, Zuluaga F, Olivera A, et al. 2001. Ganado Blanco Orejinegro
(BON): una alternativa para la producción en Colombia. Rev. Colomb. Cienc. Pecu. 14(2):121–8.
[Google Scholar]

23. Lourenco D A, Tsuruta S, Fragomeni B O, Masuda Y, Aguilar I, Legarra A, Bertrand J K, Amen T S, Wang L, Moser
D W, et al. 2015. Genetic evaluation using single-step genomic best linear unbiased predictor in American
Angus. J. Anim. Sci. 93:2653–2662. doi:10.2527/jas.2014-8836. [Abstract] [CrossRef] [Google Scholar]

24. Martínez R, Bejarano D, Gómez Y, Dasoneville R, Jiménez A, Even G, Sölkner J, and Mészáros G. 2017. Genome-
wide association study for birth, weaning and yearling weight in Colombian Brahman cattle. Genet. Mol. Biol.
40:453–459. doi:10.1590/1678-4685-GMB-2016-0017. [Europe PMC free article] [Abstract] [CrossRef]
[Google Scholar]

25. Meuwissen T, and Goddard M. 1996. The use of marker haplotypes in animal breeding schemes. Genet. Sel.
Evol. 28(2):161–76. doi:10.1186/1297-9686-28-2-161 [CrossRef] [Google Scholar]

26. Misztal I. 2006. BLUPF90 - A flexible mixed model program in Fortran 90.Giorgia, USA: Available from
https://pdfs.semanticscholar.org
/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.
1585070130 [Google Scholar]

27. Misztal I, Tsuruta S, Lourenco D, Aguilar I, Legarra A, and Vitezica Z. 2018. Manual for BLUPF90 family of
programs.University of Georgia, Giorgia, USA; 125 p. Available from http://nce.ads.uga.edu/wiki/lib
/exe/fetch.php?media=blupf90_all7.pdf [Google Scholar]

28. Palacios-Espinosa A, Espinoza J L, and Menéndez A. 2019. Parámetros genéticos para peso al destete y rasgos
reproductivos en ganado cebú de Cuba. Nova Scientia. 11(22):1. doi: 10.21640/ns.v11i22.1672 [CrossRef]
[Google Scholar]

29. Quiceno A, Martínez R, Mateus H, Gallego G and Medina P. 2012. Crecimiento en pastoreo rotacional de
toretes de razas criollas Romosinuano y Blanco Orejinegro en Colombia. Rev. MVZ. Córdoba. 17(1):2891–9. doi:
10.21897/rmvz.258. [CrossRef] [Google Scholar]

30. R Core Team. 2017. R: The R Project for Statistical Computing Vienna, Austria; Available from https://www.r-
project.org/ [Google Scholar]

31. Ramírez T, Ocampo R, Burgos W, Elzo M, Martínez C, and Cerón-muñoz M. 2019. Estimación poligénica y
genómico-poligénica para características de crecimiento en ganado Blanco Orejinegro (BON). Livest. Res. Rural.
Dev. Art#30 Vol.31(3). Available from: http://www.lrrd.org/lrrd31/3/ceron31030.html [Google Scholar]

32. Rojas C, Martinez S, and Echeverri Z. 2011. Caracterización productiva de una población de bovinos Blanco
Orejinegro (BON) en siete hatos colombianos. Actas iberoam. conserv. Anim. 1:434–6. Available from:
http://www.uco.es/conbiand/aica/templatemo_110_lin_photo/articulos/2011/Correa2011_1_434_436.pdf
[Google Scholar]

33. Sargolzaei M, Chesnais J P, and Schenkel F S. 2014. A new approach for efficient genotype imputation using
information from relatives. BMC Genomics 15:478. doi:10.1186/1471-2164-15-478. [Europe PMC free article]
[Abstract] [CrossRef] [Google Scholar]

34. Tsuruta S. 2014. Average Information REML with several options including EM-REML and heterogeneous
residual variances. Available from http://nce.ads.uga.edu/wiki/doku.php?id=readme.aireml

35. VanRaden P. 2008. Efficient methods to compute genomic predictions. J. Dairy. Sci. 921(11):4414–23.
doi:10.3168/jds.2007-0980 [Abstract] [CrossRef] [Google Scholar]

36. Vásquez R, Martínez R, Ballesteros H, Grajales H, Abuabara Y, and Pérez J. 2006. El ganado Romosinuano en la
producción de carne en Colombia. Corporación Colombiana de Investigación Agropecuaria. Available from
https://repository.agrosavia.co/bitstream/handle/20.500.12324/12818/41774_43784.pdf?sequence=1&
isAllowed=y

37. Wood S. 2011. Fast stable restricted maximum likelihood and marginal likelihood estimation of semiparametric
generalized linear models. J. R. Stat. Soc. B. 73(1):3–36. doi:10.1111/j.1467-9868.2010.00749.x [CrossRef]
[Google Scholar]

Articles from Translational Animal Science are provided here courtesy of Oxford University Press

Full text links 

Read article at publisher's site (DOI): 10.1093/tas/txaa174

Citations & impact 

Similar Articles 

 Feedback

This website requires cookies, and the limited processing of your personal data in order to function. By using the site you are agreeing to this as outlined in our
privacy notice and cookie policy.

I agree, dismiss this banner

Genetic parameters and trends for growth traits in Blanco Orejinegro catt... https://europepmc.org/article/PMC/7592852

8 of 9 2/27/23, 10:19 PM

https://dx.doi.org/10.21930%2Frcta.vol7_num1_art%3A55
https://dx.doi.org/10.21930%2Frcta.vol7_num1_art%3A55
https://scholar.google.com/scholar_lookup?journal=Rev+Corpoica+%E2%80%93+Cienc+y+Tecnol+Agropecu&title=%C3%8Dndice+de+consanguinidad+y+caracterizaci%C3%B3n+fenot%C3%ADpica+y+gen%C3%A9tica+de+la+raza+bovina+criolla+Blanco+Orejinegro&author=J+Gallego&author=R+Mart%C3%ADnez&author=F+Moreno&volume=7&issue=1&publication_year=2006&pages=16-24&doi=10.21930/rcta.vol7_num1_art:55&
https://scholar.google.com/scholar_lookup?journal=Rev+Corpoica+%E2%80%93+Cienc+y+Tecnol+Agropecu&title=%C3%8Dndice+de+consanguinidad+y+caracterizaci%C3%B3n+fenot%C3%ADpica+y+gen%C3%A9tica+de+la+raza+bovina+criolla+Blanco+Orejinegro&author=J+Gallego&author=R+Mart%C3%ADnez&author=F+Moreno&volume=7&issue=1&publication_year=2006&pages=16-24&doi=10.21930/rcta.vol7_num1_art:55&
https://dx.doi.org/10.2307%2F2286796
https://dx.doi.org/10.2307%2F2286796
https://scholar.google.com/scholar_lookup?journal=J.+Am.+Stat.+Assoc&title=Maximum+Likelihood+approaches+to+variance+components+estimation+and+to+related+problems&author=D+Harville&volume=72&issue=358&publication_year=1977&pages=320-37&doi=10.2307/2286796&
https://scholar.google.com/scholar_lookup?journal=J.+Am.+Stat.+Assoc&title=Maximum+Likelihood+approaches+to+variance+components+estimation+and+to+related+problems&author=D+Harville&volume=72&issue=358&publication_year=1977&pages=320-37&doi=10.2307/2286796&
https://dx.doi.org/10.3168%2Fjds.S0022-0302(78)94417-X
https://dx.doi.org/10.3168%2Fjds.S0022-0302(78)94417-X
https://scholar.google.com/scholar_lookup?journal=J.+Dairy.+Sci&title=Estimation+of+genetic+trends+from+cow+and+sire+evaluations&author=R+Hintz&author=R+Everett&author=L+Van&volume=61&issue=5&publication_year=1978&pages=607-13&doi=10.3168/jds.S0022-0302(78)94417-X&
https://scholar.google.com/scholar_lookup?journal=J.+Dairy.+Sci&title=Estimation+of+genetic+trends+from+cow+and+sire+evaluations&author=R+Hintz&author=R+Everett&author=L+Van&volume=61&issue=5&publication_year=1978&pages=607-13&doi=10.3168/jds.S0022-0302(78)94417-X&
http://europepmc.org/article/MED/4735782
http://europepmc.org/article/MED/4735782
https://dx.doi.org/10.2527%2Fjas1973.364695x
https://dx.doi.org/10.2527%2Fjas1973.364695x
https://scholar.google.com/scholar_lookup?journal=J.+Anim.+Sci&title=Factors+affecting+dystocia+and+the+effects+of+dystocia+on+subsequent+reproduction+in+beef+cattle&author=D+B+Laster&author=H+A+Glimp&author=L+V+Cundiff&author=K+E+Gregory&volume=36&publication_year=1973&pages=695-705&pmid=4735782&doi=10.2527/jas1973.364695x&
https://scholar.google.com/scholar_lookup?journal=J.+Anim.+Sci&title=Factors+affecting+dystocia+and+the+effects+of+dystocia+on+subsequent+reproduction+in+beef+cattle&author=D+B+Laster&author=H+A+Glimp&author=L+V+Cundiff&author=K+E+Gregory&volume=36&publication_year=1973&pages=695-705&pmid=4735782&doi=10.2527/jas1973.364695x&
http://europepmc.org/article/MED/19700729
http://europepmc.org/article/MED/19700729
https://dx.doi.org/10.3168%2Fjds.2009-2061
https://dx.doi.org/10.3168%2Fjds.2009-2061
https://scholar.google.com/scholar_lookup?journal=J.+Dairy+Sci&title=A+relationship+matrix+including+full+pedigree+and+genomic+information&author=A+Legarra&author=I+Aguilar&author=I+Misztal&volume=92&publication_year=2009&pages=4656-4663&pmid=19700729&doi=10.3168/jds.2009-2061&
https://scholar.google.com/scholar_lookup?journal=J.+Dairy+Sci&title=A+relationship+matrix+including+full+pedigree+and+genomic+information&author=A+Legarra&author=I+Aguilar&author=I+Misztal&volume=92&publication_year=2009&pages=4656-4663&pmid=19700729&doi=10.3168/jds.2009-2061&
http://europepmc.org/article/MED/22818478
http://europepmc.org/article/MED/22818478
https://dx.doi.org/10.3168%2Fjds.2011-4982
https://dx.doi.org/10.3168%2Fjds.2011-4982
https://scholar.google.com/scholar_lookup?journal=J.+Dairy+Sci&title=Computational+strategies+for+national+integration+of+phenotypic,+genomic,+and+pedigree+data+in+a+single-step+best+linear+unbiased+prediction&author=A+Legarra&author=V+Ducrocq&volume=95&publication_year=2012&pages=4629-4645&pmid=22818478&doi=10.3168/jds.2011-4982&
https://scholar.google.com/scholar_lookup?journal=J.+Dairy+Sci&title=Computational+strategies+for+national+integration+of+phenotypic,+genomic,+and+pedigree+data+in+a+single-step+best+linear+unbiased+prediction&author=A+Legarra&author=V+Ducrocq&volume=95&publication_year=2012&pages=4629-4645&pmid=22818478&doi=10.3168/jds.2011-4982&
https://scholar.google.com/scholar_lookup?journal=Rev.+Colomb.+Cienc.+Pecu&title=Ganado+Blanco+Orejinegro+(BON):+una+alternativa+para+la+producci%C3%B3n+en+Colombia&author=H+L%C3%B3pez&author=O+Saldarriaga&author=A+Arango&author=M+Rugeles&author=F+Zuluaga&volume=14&issue=2&publication_year=2001&pages=121-8&
https://scholar.google.com/scholar_lookup?journal=Rev.+Colomb.+Cienc.+Pecu&title=Ganado+Blanco+Orejinegro+(BON):+una+alternativa+para+la+producci%C3%B3n+en+Colombia&author=H+L%C3%B3pez&author=O+Saldarriaga&author=A+Arango&author=M+Rugeles&author=F+Zuluaga&volume=14&issue=2&publication_year=2001&pages=121-8&
http://europepmc.org/article/MED/26115253
http://europepmc.org/article/MED/26115253
https://dx.doi.org/10.2527%2Fjas.2014-8836
https://dx.doi.org/10.2527%2Fjas.2014-8836
https://scholar.google.com/scholar_lookup?journal=J.+Anim.+Sci&title=Genetic+evaluation+using+single-step+genomic+best+linear+unbiased+predictor+in+American+Angus&author=D+A+Lourenco&author=S+Tsuruta&author=B+O+Fragomeni&author=Y+Masuda&author=I+Aguilar&volume=93&publication_year=2015&pages=2653-2662&pmid=26115253&doi=10.2527/jas.2014-8836&
https://scholar.google.com/scholar_lookup?journal=J.+Anim.+Sci&title=Genetic+evaluation+using+single-step+genomic+best+linear+unbiased+predictor+in+American+Angus&author=D+A+Lourenco&author=S+Tsuruta&author=B+O+Fragomeni&author=Y+Masuda&author=I+Aguilar&volume=93&publication_year=2015&pages=2653-2662&pmid=26115253&doi=10.2527/jas.2014-8836&
https://europepmc.org/articles/PMC5488450/
https://europepmc.org/articles/PMC5488450/
http://europepmc.org/article/MED/28534927
http://europepmc.org/article/MED/28534927
https://dx.doi.org/10.1590%2F1678-4685-GMB-2016-0017
https://dx.doi.org/10.1590%2F1678-4685-GMB-2016-0017
https://scholar.google.com/scholar_lookup?journal=Genet.+Mol.+Biol&title=Genome-wide+association+study+for+birth,+weaning+and+yearling+weight+in+Colombian+Brahman+cattle&author=R+Mart%C3%ADnez&author=D+Bejarano&author=Y+G%C3%B3mez&author=R+Dasoneville&author=A+Jim%C3%A9nez&volume=40&publication_year=2017&pages=453-459&pmid=28534927&doi=10.1590/1678-4685-GMB-2016-0017&
https://scholar.google.com/scholar_lookup?journal=Genet.+Mol.+Biol&title=Genome-wide+association+study+for+birth,+weaning+and+yearling+weight+in+Colombian+Brahman+cattle&author=R+Mart%C3%ADnez&author=D+Bejarano&author=Y+G%C3%B3mez&author=R+Dasoneville&author=A+Jim%C3%A9nez&volume=40&publication_year=2017&pages=453-459&pmid=28534927&doi=10.1590/1678-4685-GMB-2016-0017&
https://dx.doi.org/10.1186%2F1297-9686-28-2-161
https://dx.doi.org/10.1186%2F1297-9686-28-2-161
https://scholar.google.com/scholar_lookup?journal=Genet.+Sel.+Evol&title=The+use+of+marker+haplotypes+in+animal+breeding+schemes&author=T+Meuwissen&author=M+Goddard&volume=28&issue=2&publication_year=1996&pages=161-76&doi=10.1186/1297-9686-28-2-161&
https://scholar.google.com/scholar_lookup?journal=Genet.+Sel.+Evol&title=The+use+of+marker+haplotypes+in+animal+breeding+schemes&author=T+Meuwissen&author=M+Goddard&volume=28&issue=2&publication_year=1996&pages=161-76&doi=10.1186/1297-9686-28-2-161&
https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130
https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130
https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130
https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130
https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130
https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130
https://scholar.google.com/scholar?q=+Misztal+I++2006++BLUPF90+-+A+flexible+mixed+model+program+in+Fortran+90.+Giorgia,+USA++Available+from++https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130+
https://scholar.google.com/scholar?q=+Misztal+I++2006++BLUPF90+-+A+flexible+mixed+model+program+in+Fortran+90.+Giorgia,+USA++Available+from++https://pdfs.semanticscholar.org/77ab/71e247fa61ce7100b6c3094a7737c6ab9755.pdf?_ga=2.160304957.1444617945.1585070130-342929735.1585070130+
http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf
http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf
http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf
http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf
https://scholar.google.com/scholar?q=+Misztal+I+,++Tsuruta+S+,++Lourenco+D+,++Aguilar+I+,++Legarra+A+,+and++Vitezica+Z+.+++2018++Manual+for+BLUPF90+family+of+programs.+University+of+Georgia+,++Giorgia,+USA+;++125++p.+Available+from++http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf+
https://scholar.google.com/scholar?q=+Misztal+I+,++Tsuruta+S+,++Lourenco+D+,++Aguilar+I+,++Legarra+A+,+and++Vitezica+Z+.+++2018++Manual+for+BLUPF90+family+of+programs.+University+of+Georgia+,++Giorgia,+USA+;++125++p.+Available+from++http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf+
https://dx.doi.org/10.21640%2Fns.v11i22.1672
https://dx.doi.org/10.21640%2Fns.v11i22.1672
https://scholar.google.com/scholar_lookup?journal=Nova+Scientia&title=Par%C3%A1metros+gen%C3%A9ticos+para+peso+al+destete+y+rasgos+reproductivos+en+ganado+ceb%C3%BA+de+Cuba&author=A+Palacios-Espinosa&author=J+L+Espinoza&author=A+Men%C3%A9ndez&volume=11&issue=22&publication_year=2019&pages=1&doi=10.21640/ns.v11i22.1672&
https://scholar.google.com/scholar_lookup?journal=Nova+Scientia&title=Par%C3%A1metros+gen%C3%A9ticos+para+peso+al+destete+y+rasgos+reproductivos+en+ganado+ceb%C3%BA+de+Cuba&author=A+Palacios-Espinosa&author=J+L+Espinoza&author=A+Men%C3%A9ndez&volume=11&issue=22&publication_year=2019&pages=1&doi=10.21640/ns.v11i22.1672&
https://dx.doi.org/10.21897%2Frmvz.258
https://dx.doi.org/10.21897%2Frmvz.258
https://scholar.google.com/scholar_lookup?journal=Rev.+MVZ.+C%C3%B3rdoba&title=Crecimiento+en+pastoreo+rotacional+de+toretes+de+razas+criollas+Romosinuano+y+Blanco+Orejinegro+en+Colombia&author=A+Quiceno&author=R+Mart%C3%ADnez&author=H+Mateus&author=G+Gallego&author=P+Medina&volume=17&issue=1&publication_year=2012&pages=2891-9&doi=10.21897/rmvz.258&
https://scholar.google.com/scholar_lookup?journal=Rev.+MVZ.+C%C3%B3rdoba&title=Crecimiento+en+pastoreo+rotacional+de+toretes+de+razas+criollas+Romosinuano+y+Blanco+Orejinegro+en+Colombia&author=A+Quiceno&author=R+Mart%C3%ADnez&author=H+Mateus&author=G+Gallego&author=P+Medina&volume=17&issue=1&publication_year=2012&pages=2891-9&doi=10.21897/rmvz.258&
https://www.r-project.org/
https://www.r-project.org/
https://www.r-project.org/
https://www.r-project.org/
https://scholar.google.com/scholar?q=+R+Core+Team.++2017++R:+The+R+Project+for+Statistical+Computing++Vienna,+Austria+;+Available+from++https://www.r-project.org/+
https://scholar.google.com/scholar?q=+R+Core+Team.++2017++R:+The+R+Project+for+Statistical+Computing++Vienna,+Austria+;+Available+from++https://www.r-project.org/+
http://www.lrrd.org/lrrd31/3/ceron31030.html
http://www.lrrd.org/lrrd31/3/ceron31030.html
https://scholar.google.com/scholar_lookup?journal=Livest.+Res.+Rural.+Dev&title=Estimaci%C3%B3n+polig%C3%A9nica+y+gen%C3%B3mico-polig%C3%A9nica+para+caracter%C3%ADsticas+de+crecimiento+en+ganado+Blanco+Orejinegro+(BON)&author=T+Ram%C3%ADrez&author=R+Ocampo&author=W+Burgos&author=M+Elzo&author=C+Mart%C3%ADnez&volume=31&issue=3&publication_year=2019&
https://scholar.google.com/scholar_lookup?journal=Livest.+Res.+Rural.+Dev&title=Estimaci%C3%B3n+polig%C3%A9nica+y+gen%C3%B3mico-polig%C3%A9nica+para+caracter%C3%ADsticas+de+crecimiento+en+ganado+Blanco+Orejinegro+(BON)&author=T+Ram%C3%ADrez&author=R+Ocampo&author=W+Burgos&author=M+Elzo&author=C+Mart%C3%ADnez&volume=31&issue=3&publication_year=2019&
http://www.uco.es/conbiand/aica/templatemo_110_lin_photo/articulos/2011/Correa2011_1_434_436.pdf
http://www.uco.es/conbiand/aica/templatemo_110_lin_photo/articulos/2011/Correa2011_1_434_436.pdf
https://scholar.google.com/scholar_lookup?journal=Actas+iberoam.+conserv.+Anim&title=Caracterizaci%C3%B3n+productiva+de+una+poblaci%C3%B3n+de+bovinos+Blanco+Orejinegro+(BON)+en+siete+hatos+colombianos&author=C+Rojas&author=S+Martinez&author=Z+Echeverri&volume=1&publication_year=2011&pages=434-6&
https://scholar.google.com/scholar_lookup?journal=Actas+iberoam.+conserv.+Anim&title=Caracterizaci%C3%B3n+productiva+de+una+poblaci%C3%B3n+de+bovinos+Blanco+Orejinegro+(BON)+en+siete+hatos+colombianos&author=C+Rojas&author=S+Martinez&author=Z+Echeverri&volume=1&publication_year=2011&pages=434-6&
https://europepmc.org/articles/PMC4076979/
https://europepmc.org/articles/PMC4076979/
http://europepmc.org/article/MED/24935670
http://europepmc.org/article/MED/24935670
https://dx.doi.org/10.1186%2F1471-2164-15-478
https://dx.doi.org/10.1186%2F1471-2164-15-478
https://scholar.google.com/scholar_lookup?journal=BMC+Genomics&title=A+new+approach+for+efficient+genotype+imputation+using+information+from+relatives&author=M+Sargolzaei&author=J+P+Chesnais&author=F+S+Schenkel&volume=15&publication_year=2014&pages=478&pmid=24935670&doi=10.1186/1471-2164-15-478&
https://scholar.google.com/scholar_lookup?journal=BMC+Genomics&title=A+new+approach+for+efficient+genotype+imputation+using+information+from+relatives&author=M+Sargolzaei&author=J+P+Chesnais&author=F+S+Schenkel&volume=15&publication_year=2014&pages=478&pmid=24935670&doi=10.1186/1471-2164-15-478&
http://nce.ads.uga.edu/wiki/doku.php?id=readme.aireml
http://nce.ads.uga.edu/wiki/doku.php?id=readme.aireml
http://europepmc.org/article/MED/18946147
http://europepmc.org/article/MED/18946147
https://dx.doi.org/10.3168%2Fjds.2007-0980
https://dx.doi.org/10.3168%2Fjds.2007-0980
https://scholar.google.com/scholar_lookup?journal=J.+Dairy.+Sci&title=Efficient+methods+to+compute+genomic+predictions&author=P+VanRaden&volume=921&issue=11&publication_year=2008&pages=4414-23&doi=10.3168/jds.2007-0980&
https://scholar.google.com/scholar_lookup?journal=J.+Dairy.+Sci&title=Efficient+methods+to+compute+genomic+predictions&author=P+VanRaden&volume=921&issue=11&publication_year=2008&pages=4414-23&doi=10.3168/jds.2007-0980&
https://repository.agrosavia.co/bitstream/handle/20.500.12324/12818/41774_43784.pdf?sequence=1&isAllowed=y
https://repository.agrosavia.co/bitstream/handle/20.500.12324/12818/41774_43784.pdf?sequence=1&isAllowed=y
https://repository.agrosavia.co/bitstream/handle/20.500.12324/12818/41774_43784.pdf?sequence=1&isAllowed=y
https://repository.agrosavia.co/bitstream/handle/20.500.12324/12818/41774_43784.pdf?sequence=1&isAllowed=y
https://dx.doi.org/10.1111%2Fj.1467-9868.2010.00749.x
https://dx.doi.org/10.1111%2Fj.1467-9868.2010.00749.x
https://scholar.google.com/scholar_lookup?journal=J.+R.+Stat.+Soc.+B&title=Fast+stable+restricted+maximum+likelihood+and+marginal+likelihood+estimation+of+semiparametric+generalized+linear+models&author=S+Wood&volume=73&issue=1&publication_year=2011&pages=3-36&doi=10.1111/j.1467-9868.2010.00749.x&
https://scholar.google.com/scholar_lookup?journal=J.+R.+Stat.+Soc.+B&title=Fast+stable+restricted+maximum+likelihood+and+marginal+likelihood+estimation+of+semiparametric+generalized+linear+models&author=S+Wood&volume=73&issue=1&publication_year=2011&pages=3-36&doi=10.1111/j.1467-9868.2010.00749.x&
https://doi.org/10.1093/tas/txaa174
https://doi.org/10.1093/tas/txaa174
https://doi.org/10.1093/tas/txaa174
https://doi.org/10.1093/tas/txaa174
https://doi.org/10.1093/tas/txaa174
https://europepmc.org/PrivacyNoticeForEPMC?type=website
https://europepmc.org/PrivacyNoticeForEPMC?type=website
https://europepmc.org/CookiePolicy
https://europepmc.org/CookiePolicy


Funding 

About

About Europe PMC

Funders

Joining Europe PMC

Governance

Roadmap

Outreach

Tools

Tools overview

ORCID article claiming

Journal list

Grant finder

External links service

RSS feeds

Annotations

Annotations submission service

Developers

Developer resources

Articles RESTful API

Grants RESTful API

API case studies

SOAP web service

Annotations API

OAI service

Bulk downloads

Developers Forum

Help

Help using Europe PMC

Search syntax reference

Contact us

Contact us

Helpdesk

Feedback

Twitter

Blog

Tech blog

Developer forum

Give feedbackLet us know how we are doing.

Europe PMC is part of the ELIXIR infrastructure
Europe PMC is an ELIXIR Core Data Resource Learn more >

Europe PMC is a service of the Europe PMC Funders' Group, in partnership with the European Bioinformatics Institute; and in cooperation with the National Center for Biotechnology Information at the U.S. National Library of Medicine (NCBI/NLM) . It
includes content provided to the PMC International archive by participating publishers.

Follow us


News blog


Technical blog


Twitter


YouTube

Contact us | Privacy | Terms of use | Copyright | Accessibility

 Feedback

This website requires cookies, and the limited processing of your personal data in order to function. By using the site you are agreeing to this as outlined in our
privacy notice and cookie policy.

I agree, dismiss this banner

Genetic parameters and trends for growth traits in Blanco Orejinegro catt... https://europepmc.org/article/PMC/7592852

9 of 9 2/27/23, 10:19 PM

https://europepmc.org/About
https://europepmc.org/About
https://europepmc.org/About
https://europepmc.org/About
https://europepmc.org/Funders
https://europepmc.org/Funders
https://europepmc.org/Joining
https://europepmc.org/Joining
https://europepmc.org/Governance
https://europepmc.org/Governance
https://europepmc.org/Roadmap
https://europepmc.org/Roadmap
https://europepmc.org/Outreach
https://europepmc.org/Outreach
https://europepmc.org/tools
https://europepmc.org/tools
https://europepmc.org/tools
https://europepmc.org/tools
https://europepmc.org/orcid/import
https://europepmc.org/orcid/import
https://europepmc.org/journalList
https://europepmc.org/journalList
https://europepmc.org/grantfinder
https://europepmc.org/grantfinder
https://europepmc.org/LabsLink
https://europepmc.org/LabsLink
https://europepmc.org/RssFeeds
https://europepmc.org/RssFeeds
https://europepmc.org/Annotations
https://europepmc.org/Annotations
https://europepmc.org/AnnotationsSubmission
https://europepmc.org/AnnotationsSubmission
https://europepmc.org/developers
https://europepmc.org/developers
https://europepmc.org/developers
https://europepmc.org/developers
https://europepmc.org/RestfulWebService
https://europepmc.org/RestfulWebService
https://europepmc.org/GristAPI
https://europepmc.org/GristAPI
https://europepmc.org/API-case-studies
https://europepmc.org/API-case-studies
https://europepmc.org/SoapWebServices
https://europepmc.org/SoapWebServices
https://europepmc.org/AnnotationsApi
https://europepmc.org/AnnotationsApi
https://europepmc.org/OaiService
https://europepmc.org/OaiService
https://europepmc.org/downloads
https://europepmc.org/downloads
https://groups.google.com/a/ebi.ac.uk/forum/#!forum/epmc-webservices
https://groups.google.com/a/ebi.ac.uk/forum/#!forum/epmc-webservices
https://europepmc.org/Help
https://europepmc.org/Help
https://europepmc.org/Help
https://europepmc.org/Help
https://europepmc.org/searchsyntax
https://europepmc.org/searchsyntax
https://europepmc.org/ContactUs
https://europepmc.org/ContactUs
https://europepmc.org/ContactUs
https://europepmc.org/ContactUs
https://europepmc.org/ContactUs
https://europepmc.org/ContactUs
https://europepmc.org/article/PMC/7592852#
https://europepmc.org/article/PMC/7592852#
https://twitter.com/EuropePMC_news
https://twitter.com/EuropePMC_news
http://blog.europepmc.org/
http://blog.europepmc.org/
https://europepmc.github.io/techblog/
https://europepmc.github.io/techblog/
https://groups.google.com/a/ebi.ac.uk/forum/#!forum/epmc-webservices
https://groups.google.com/a/ebi.ac.uk/forum/#!forum/epmc-webservices
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://europepmc.org/Funders
https://europepmc.org/Funders
https://www.ebi.ac.uk/
https://www.ebi.ac.uk/
https://www.ncbi.nlm.nih.gov/
https://www.ncbi.nlm.nih.gov/
https://www.nlm.nih.gov/
https://www.nlm.nih.gov/
https://www.ncbi.nlm.nih.gov/pmc/
https://www.ncbi.nlm.nih.gov/pmc/
http://blog.europepmc.org/
http://blog.europepmc.org/
http://blog.europepmc.org/
http://blog.europepmc.org/
http://blog.europepmc.org/
http://blog.europepmc.org/
https://europepmc.github.io/techblog/
https://europepmc.github.io/techblog/
https://europepmc.github.io/techblog/
https://europepmc.github.io/techblog/
https://europepmc.github.io/techblog/
https://europepmc.github.io/techblog/
https://twitter.com/EuropePMC_news
https://twitter.com/EuropePMC_news
https://twitter.com/EuropePMC_news
https://twitter.com/EuropePMC_news
https://twitter.com/EuropePMC_news
https://twitter.com/EuropePMC_news
https://www.youtube.com/user/EuropePMC
https://www.youtube.com/user/EuropePMC
https://www.youtube.com/user/EuropePMC
https://www.youtube.com/user/EuropePMC
https://www.youtube.com/user/EuropePMC
https://www.youtube.com/user/EuropePMC
https://europepmc.org/ContactUs
https://europepmc.org/ContactUs
https://europepmc.org/PrivacyNotice
https://europepmc.org/PrivacyNotice
https://www.ebi.ac.uk/Information/termsofuse.html
https://www.ebi.ac.uk/Information/termsofuse.html
https://europepmc.org/Copyright
https://europepmc.org/Copyright
https://europepmc.org/Accessibility
https://europepmc.org/Accessibility
https://europepmc.org/PrivacyNoticeForEPMC?type=website
https://europepmc.org/PrivacyNoticeForEPMC?type=website
https://europepmc.org/CookiePolicy
https://europepmc.org/CookiePolicy

